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A                1                                               50 
   Cloned    (1) ATGGAATTCGTCCGCACCCCCGACGACCGCTTCGCCGACCTGCCCGACTT 
 Shot-gun    (1) ATGGAATTCGTCCGCACCCCCGACGACCGCTTCGCCGACCTGCCCGACTT 
                 51                                             100 
   Cloned   (51) TCCCTACGCGCCCCACTACCTCGAGGGCCTGCCGGGCTTCGAGGGCCTAC 
 Shot-gun   (51) TCCCTACGCGCCCCACTACCTCGAGGGCCTGCCGGGCTTCGAGGGCCTAC 
                 101                                            150 
   Cloned  (101) GCATGCACTACGTCGACGAGGGCCCGCGGGACGCCGAGCACACCTTCTTG 
 Shot-gun  (101) GCATGCACTACGTCGACGAGGGCCCGCGGGACGCCGAGCACACCTTCTTG 
                 151                                            200 
   Cloned  (151) TGCCTCCACGGCGAGCCCTCGTGGAGCTTCCTGTATCGCAAGATGCTCCC 
 Shot-gun  (151) TGCCTCCACGGCGAGCCCTCGTGGAGCTTCCTGTATCGCAAGATGCTCCC 
                 201                                            250 
   Cloned  (201) GGTGTTCACCGCCGCGGGCGGGCGCGTCGTCGCCCCGGACCTGTTCGGCT 
 Shot-gun  (201) GGTGTTCACCGCCGCGGGCGGGCGCGTCGTCGCCCCGGACCTGTTCGGCT 
                 251                                            300 
   Cloned  (251) TTGGCCGCTCGGACAAGCCCACGGACGACGCCGTCTACACCTTCGGCTTT 
 Shot-gun  (251) TTGGCCGCTCGGACAAGCCCACGGACGACGCCGTCTACACCTTCGGCTTT 
                 301                                            350 
   Cloned  (301) CACCGCCGCAGCCTGCTCGCCTTCCTCGACGCCCTCCAGCTCGAGCGCGT 
 Shot-gun  (301) CACCGCCGCAGCCTGCTCGCCTTCCTCGACGCCCTCCAGCTCGAGCGCGT 
                 351                                            400 
   Cloned  (351) GACCTTGGTGTGCCAGGACTGGGGCGGCATCCTGGGGCTGACCCTGCCCG 
 Shot-gun  (351) GACCTTGGTGTGCCAGGACTGGGGCGGCATCCTGGGGCTGACCCTGCCCG 
                 401                                            450 
   Cloned  (401) TCGATCGTCCCCAGCTCGTCGACCGGCTGATCGTGATGAACACGGCGCTC 
 Shot-gun  (401) TCGATCGTCCCCAGCTCGTCGACCGGCTGATCGTGATGAACACGGCGCTC 
                 451                                            500 
   Cloned  (451) GCCGTGGGCCTGAGCCCGGGCAAGGGCTTCGAGAGCTGGCGCGACTTCGT 
 Shot-gun  (451) GCCGTGGGCCTGAGCCCGGGCAAGGGCTTCGAGAGCTGGCGCGACTTCGT 
                 501                                            550 
   Cloned  (501) GGCCAACAGCCCCGACCTCGACGTCGGCAAGCTGATGCAGCGCGCGATCC 
 Shot-gun  (501) GGCCAACAGCCCCGACCTCGACGTCGGCAAGCTGATGCAGCGCGCGATCC 
                 551                                            600 
   Cloned  (551) CGGGCATCACCGACGCCGAGGTCGCGGCCTACGACGCCCCCTTCCCCGGG 
 Shot-gun  (551) CGGGCATCACCGACGCCGAGGTCGCGGCCTACGACGCCCCCTTCCCCGGG 
                 601                                            650 
   Cloned  (601) CCCGAGTTCAAAGCTGGCGTGCGCCGCTTCCCGGCCATCGTGCCGATCAC 
 Shot-gun  (601) CCCGAGTTCAAAGCTGGCGTGCGCCGCTTCCCGGCCATCGTGCCGATCAC 
                 651                                            700 
   Cloned  (651) CCCGGACATGGAGGGCGCCGAGATCGGCCGCCAGGCGATGTCCTTTTGGT 
 Shot-gun  (651) CCCGGACATGGAGGGCGCCGAGATCGGCCGCCAGGCGATGTCCTTTTGGT 
                 701                                            750 
   Cloned  (701) CCACGCAGTGGTCCGGGCCGACCTTCATGGCCGTCGGGGCCCAGGACCCC 
 Shot-gun  (701) CCACGCAGTGGTCCGGGCCGACCTTCATGGCCGTCGGGCCCCAGGACCCC 
                 751                                            800 
   Cloned  (751) GTGCTCGGGCCCGAGGTGATGGGGATGCTGCGCCAGGCCATCCGCGGCTG 
 Shot-gun  (751) GTGTTGGGCCCGGAGGTGATGGGGATGTTGCGCCAGGCCATCGGCGGCTG 
                 801                                            850 
   Cloned  (801) CCCCGAGCCCATGATCGTCGAGGCCGGCGGGCACTTCGTTCAAGAGCACG 
 Shot-gun  (801) CCCCGAGCCCATGATCGTCGAGGCCGGCGGGCACTTCGTTCAAGAGCACG 
                 851                                      894 
   Cloned  (851) GCGAGCCCATCGCTCGGGCCGCCCTCGCCGCCTTCGGGCAGTGA 
 Shot-gun  (851) GCGAGCCCATCGCTCGGGCCGCCCTCGCCGCCTTCGGGCAGTGA 
 
B                1                                               50 
   Cloned    (1) MEFVRTPDDRFADLPDFPYAPHYLEGLPGFEGLRMHYVDEGPRDAEHTFL 
 Shot-gun    (1) MEFVRTPDDRFADLPDFPYAPHYLEGLPGFEGLRMHYVDEGPRDAEHTFL 
                 51                                             100 
   Cloned   (51) CLHGEPSWSFLYRKMLPVFTAAGGRVVAPDLFGFGRSDKPTDDAVYTFGF 
 Shot-gun   (51) CLHGEPSWSFLYRKMLPVFTAAGGRVVAPDLFGFGRSDKPTDDAVYTFGF 
                 101                                            150 
   Cloned  (101) HRRSLLAFLDALQLERVTLVCQDWGGILGLTLPVDRPQLVDRLIVMNTAL 
 Shot-gun  (101) HRRSLLAFLDALQLERVTLVCQDWGGILGLTLPVDRPQLVDRLIVMNTAL 
                 151                                            200 
   Cloned  (151) AVGLSPGKGFESWRDFVANSPDLDVGKLMQRAIPGITDAEVAAYDAPFPG 
 Shot-gun  (151) AVGLSPGKGFESWRDFVANSPDLDVGKLMQRAIPGITDAEVAAYDAPFPG 
                 201                                            250 
   Cloned  (201) PEFKAGVRRFPAIVPITPDMEGAEIGRQAMSFWSTQWSGPTFMAVGAQDP 
 Shot-gun  (201) PEFKAGVRRFPAIVPITPDMEGAEIGRQAMSFWSTQWSGPTFMAVGPQDP 
                 251                                         297 
   Cloned  (251) VLGPEVMGMLRQAIRGCPEPMIVEAGGHFVQEHGEPIARAALAAFGQ 
 Shot-gun  (251) VLGPEVMGMLRQAIGGCPEPMIVEAGGHFVQEHGEPIARAALAAFGQ 
 
Figure S1. Alignment of nucleotide (A) and protein (B) sequences of the dehalogenase from P. 
pacifica. cloned: sequence of the gene derived from amplification by PCR from the genomic DNA; 
Shot-gun: sequence deposited in the NCBI database. 
 
 
 
Table S1. First 16 hits of a BLAST search based on the protein sequence of DppA from P. 
pacifica. Multiple hits were excluded. 
Accession No. Organism Score 
Sequence 
identity [%] 
E-value 
YP_457584.1 Erythrobacter litoralis HTCC2594 382 61 2e-104 
ZP_01103356.1 Congregibacter litoralis KT71 372 59 3e-101 
AAZ48944.1 uncultured bacterium WWRS-2005 365 58 2e-99 
ZP_05128715.1 gamma proteobacterium NOR5-3 348 58 5e-94 
YP_003854590.1 Parvularcula bermudensis HTCC2503 330 57 1e-88 
P22643.2 X. autotrophicus 325 50 4e-87 
ZP_04762572.1 Acidovorax delafieldii 2AN 316 53 2e-84 
YP_549264.1 Polaromonas sp. JS666 315 53 5e-84 
ZP_01895439.1 Marinobacter algicola DG893 237 46 1e-60 
ZP_01893030.1 Marinobacter algicola DG893 231 43 5e-59 
YP_750740.1 Shewanella frigidimarina NCIMB 400 229 45 2e-58 
YP_580518.1 Psychrobacter cryohalolentis K5 229 43 4e-58 
YP_953204.1 Mycobacterium vanbaalenii PYR-1 229 45 4e-58 
ZP_04747814.1 Mycobacterium kansasii ATCC 12478 228 45 6e-58 
ZP_01689538.1 Microscilla marina ATCC 23134 226 42 2e-57 
YP_959690.1 Marinobacter aquaeolei VT8 223 43 2e-56 
 
 Table S2. BLAST search against the pdb-database based on the DppA protein sequence. Only 
the first five hits are given. 
Enzyme / Organism Accession No. Score 
Sequence 
Identity [%] 
E-Value 
DhlA from X. autotrophicus GJ10 1EDB 326 50 8e-90 
DhaA from Rhodococcus sp. 1BN6 121 31 3e-28 
DbjA from B. japonicum USDA110 3A2M 92.4 29 2e-19 
DmbA from M. tuberculosis H37Rv 2QVB 90.5 32 8e-19 
LinB from S. japonicum UT26 1CV2 87.4 30 6e-18 
 
Table S3. DppA structural homologues. 
Enzyme Pdb Z-score rmsd (Å) Naligned %ID Organism 
DhlA 1B6G 46.7 1.4 296 51 X. autotrophicus 
DhaA 1BN7 32.2 2.3 272 30 Rhodococcus sp. 
LinB 1MJ5 31.9 2.2 270 27 S. paucimobilis 
DmbA 2QVB 31.4 2.2 269 28 M. tuberculosis 
DbjA 3A2N 30.8 2.2 264 29 B. japonicum 
The list is sorted by the strength of structural similarity (Z-score). Other quality indicators are given, such as 
rmsd value of the aligned stretches, the number of aligned residues (Naligned) and percentage of sequence 
identity (%ID). All calculations are made using DaliLite v. 3 (Holm and Rosenstrom 2010) 
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